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X-Ray Crystallography

Crystal Structure of a Mammalian Voltage-Dependent Shaker Family K+ Channel. Science 309, 897 (2005). Stephen B. Long, Ernest B. Campbell, Roderick MacKinnon

-Primary research article displaying the crystal structure of the mammalian Shaker Kv1.2 channel.  Side portals implicated in inactivation, T1 and β domain structures are displayed in accordance with electrophysiological data.
Determining membrane protein structures: still a challenge! TRENDS in Biochemical Sciences Vol.32 No.6. Jean-Jacques Lacapère, Eva Pebay-Peyroula, Jean-Michel Neumann and Catherine Etchebest.

-An easy to understand review of several means of purification and crystallization of membrane proteins.  This review presents several of the challenges presented with these methods and some tricks to overcome them.
Membrane protein crystallization. Journal of Structural Biology. 142 (2003) 108–132. Martin Caffrey

-A more comprehensive review that emphasizes the importance of obtaining crystal structures of membrane proteins, and outlines the methods taking you through various means of purification and crystallization.  This review also provides various means of troubleshooting at each step.
Model structures of the N-methyl-D-aspartate receptor subunit NR1 explain the molecular recognition of agonist and antagonist ligands. Journal of Structural Biology. 145 (2004) 205–215. Loris Moretti, Olli T. Pentikäinen, Luca Settimo, and Mark S. Johnson

-Primary research article showing the importance of crystal structures in determining structural models of related proteins.  This article uses crystal structures of various glutamate receptors and sequence homologies to interpret the structure of the NMDAR NR1 ligand binding domain in accordance with known binding affinities of various ligands.  They go on to verify their model with the real crystal structure which was published shortly after the model was generated.
Subunit arrangement and function in NMDA receptors. Nature. Vol 438|10 November 2005. Hiroyasu Furukawa, Satinder K Singh, Romina Mancusso & Eric Gouaux

-Primary research article using crystal structures and mutagenesis to determine the dimerization of NMDAR NR1 and NR2A, the sites of contact, gating mechanism, and sites of allosteric modulation.  This paper comes from a top lab in the field which published the original structures of the NMDAR ligand binding domain.
http://en.wikipedia.org/wiki/X-ray_crystallography
-VERY thorough Wikipedia entry covering all the basics of X-Ray Crystallography, including a strong history, methods of preparations, and various theories involved in X-Ray Crystallography. Also includes links to many related topics.
http://www.stolaf.edu/people/hansonr/mo/x-ray.html
-A brief site sponsored by St.Olaf University giving a quick overview of the basic techniques involved in X-Ray Crystallography. 
http://www-structmed.cimr.cam.ac.uk/Course/Overview/Overview.html
-Link to an online course that goes in depth into different aspects and techniques involved in X-Ray Crystallography.  Includes a good overview and links to more specific topics.

http://www.britishbiophysics.org.uk/whatis/crystal/crystal.html
-Site sponsored by The British Biophysical Society.  Includes brief overviews and historical structures.
http://www.oci.unizh.ch/service/cx/sample_prep.html
-Very comprehensive site from Zurich featuring sample preparation.  Methods of crystallization and ways to determine good crystals.  Includes links to good specific sites on crystal growing for various types of samples.
